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Introduction |
The amounts in all standards and samples were calculated
In routine practice, screening of pesticide residues in a based on the calibration results. The recovery of the
large variety of fruit and vegetable samples is carried out standards compared to the theoretical amount (Figure 7).
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e S T To process the data with MS detection several parameters
B — e — have to be entered depending on the experiment and

settings. Here we demonstrated that by selecting the

Mass Spectrometry appropriate SRM transition data can be quantified on one

Detection parameters and component settings (Figure 5) in of the SRM transitions, usually the most intense fragment.
MS analysis was performed with a Thermo Scientific™ the Processing Method are applied to all component The other fragment can be used to confirm the compound
TSQ Quantiva™ Triple Quadrupole MS with AIM traces. detected. Calculation of concentration is as simple as with
Technology. other detection techniques, where the area is compared to

concentration with or without an internal standard.

The objective of the work was to demonstrate the use of
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