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1X PCR buffer (20 mM Tris (pH 8.4), 50 mM KCl, 2.5 mM MgCl,), Primers (0.5 uM), 0.2 PCR conditions: 1X PCR buffer (20 mM Tris (pH 8.4), 50 mM KCI), 1.5 mM MgCI2, Primers (0.5 pM), polydT1g.
mM dNTPs, 50,000 copies Lambda gDNA, 1.25 U Tag DNA polymerase, 50 pL. PCR conditions: 1X PCR buffer (20 mM Tris (pH 8.4), 50 mM KCI, 2.5 mM MgCl,), Primers (0.075 uM), 0.2 primer (1uM), 0.16 mM dNTPs, 1, 5, 10, 50, and 250 ng Human trachea total RNA, 50 U MMLV reverse
mM dNTPs, 5 copies HIV-1 gDNA, DNA polymerases: 1.25 units of Tag and Hot Start DNA polymerases (A-D), transcriptase, 0.1 mM hydrolysis probe, 0.625 U Taq DNA polymerase, 50 pl. ** Denotes CleanAmp™ Primers containing 4-oxo-pentyl modifications
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