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Introduction to UniProtKB/Swiss-Prot

UniProt (Universal Protein Resource;
http://www.uniprot.org) provides a central
resource on protein sequences and
functional annotation. The UniProt
Consortium is comprised of the European
Bioinformatics Institute (EBI), the Swiss
Institute of Bioinformatics (SIB) and the
Protein Information Resource (PIR). The
UniProt  Knowledgebase (UniProtkKB)
contains the manually annotated
UniProtKB/Swiss-Prot section and the
automatically annotated
UniProtKB/TrEMBL section.
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The UniProt Consortium liaises with many
of the research communities that
concentrate  on model organisms to
ensure that we are supplying the best
service.

Useful Features of UniProtKB/Swiss-
Prot

» Manual referenced annotation

» Extensive
databases

cross-linking  to

» Feature table showing domains/site
of interest with illustrations

» Wide range of bioinformatics too
available for analysis
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Entry name CED4_CAEEL
Accession Primary (citable) accession number: P30429
Entry history Integrated into April1, 1993
UniProtiE/Swiss-Prot
Lo sl e NOGTE
Last modified

T o verson 82 of the iy o version 2 of he sequence. (Compete istory]

Entry status Reviewed (UnProt@/Swiss-Prot)

Protein names Cell death protein 4

Gene names a edd
ORF Names: C35D10.9
Organism Caenorhabditis elegans [Complete proteame]
6239 [NEWT] [NCEI|

Eukaryota > Metazoa » Nematoda » Chromadorea > Rhabitioa > Rnabitoidea >
Rnataitigae » Peloderinae > Caenorhaboltis

Taonome ineag:

Function Isofarm a plays a major role in programmed celleatr (PCD, apoptasis). Egh-1 binds
to and directly nhioits the actiity Of ceq-9, releasing the cell deatn activator cec-4
fr0m a ced-9/cec-4 containing protein complex and aliowing cec-4 to activate the
celbkiling caspase ced-3. 150f0rm b prevents PCD

Subuni structire Interacts win cea-9

Subcellular latation Mitachondrion. Note=in non celdeath induced cells. Cec-9 s required for

i mitochoncinal localzation. Perinuciear n cell deatn nduced cells
Developmertal stage Most abundant during embryogenesis and Is also detected at later stages during
periods of exensive programmed celldzath

Miscellanegus Mutants exfibit @ block in almost all programmed cell deaths tnat normally occur

ouring development.
Contains 1 CARD domain
Contains 1 N&-ARC domain.
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“The Caenorhabaitis-diagans cell deatn gene cec4 ancodas anovel rotein and s expresseg auriig.
e period of exteRive programmed cell

Yuan J., HonigzAf

uevempmam 16:309-320(1992) [PubMect 1286611] [Ahstrad]

clieaor, UNCTION, DEVELOP)

‘Geniome sequence of the nematode C. elegans: a platform for investigating biology."

cience 282:2012-2018(1998) [PubMed: 9851916] [Abstract] [A/icE from publisher]
Cited for NUGLEOTIDE SEQUENCE LARGE SCALE GENOMI
St Brstol N2

an armaivey spliced G slegans e RA sncodes 3 navelcol death inibtor.”
Shana s., Honiz A R
(Cell 86:201-206(1996) [PubMeg; 670 125] [Asstract] [Aricle rom puisher]
Clles o’ FUNCTION, ALTERIVESVE SPLICING

“Interaction and udnmmn of subcellular localization of CED~ by CED9."
WuD., WallenHD.,
Sy 78 1201125(1667) Pubhed 9027313 st et tom potsner
ipeEr FUNCTION, SUBCELLULAR LOCATION, NTERACTION WITH CE
I Tronsiocation o . slegans CED- o nuclar membranes during programmed ol dest.
Chen F.,Hersn 8.1, . Riemer 0., Gruenbaum Y., Horviz H.
Chente 237.14651465(2000) [l 10538757 et il o pubtaner
il for FUNCTION, SUBCELLULAR LOCATION.

16] "Structura, blochemical and functional analyses of GED-9 recogniin by the prospoptotc proteins
EGL-1 and cl
Vanh,Gul, Kme\D Chai J.,LiW., Han A., Chen L., Xue D., Shi Y.
Mol. Cell 15/999-1006(2004) [PuoMedt 15383268] [Absiract] [ATcke from publisher]
Cifed for. FUNCTION, INTERACTION WITH CED-3
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Genome annotation databases
KEGG £2/Ca5D10.9a.

Organisin-specific databases

Ensemb 850109, Caenorhabaits elegans. [Contig view]
Wormease WEGENS00000415, Ced-4

WormPep 35010 92, CEO120. [WorfD8)

HOGENOM [Farmily] (Algnmert] {Tree]

Famiy and domain databases

InterPro IPROD1315. CARD.
IPRO11029 DEATH_ lie
IPRO02152. NB-AR
[Graphical view]
pram PFO0G19. CARD 1 it
PFO0931.NB-ARC. 1 hit
[Graphical view]
SMART SMOO114. CARD. 1 hit
[Graphical view]
PROSITE PS80209. CARD. 1 it
[Graphical view]
ProDom Pa0429
Graphical view] [Entries sharing at least one domain]
BLOCKS search
Other Resources.
ProtoNet Search.

Sequence annotation (Features) Hide | Top

Wolecule rocessing

O cnain 12571 671 Celldeatn protein4 —

Regions

O Doman =91 -—

O poman 16— 420 ——
Nucleotide binding 159 - 166 s —

Natwalvaritions

O Atemative sequence 212234 23 ARVVS..RVLSR — Kin isoform a, ———#————

sequences o]
Seauence Longh tass (0a)

O Isoform b (Lang) (UniParc]. 571 6533

Lastmodied Warch 20, 2005, Version 2.
Checksum: 6BEGBS3945B7ERC

0 20 30 a0 so &
NLCETECRAL STANTRLIKD FEPRDALTYL EGKNIFTEDH SELISKNSTR LERTANFLRI

70 8o 50 100 110 20
YRRQASELGP LIDFFNYNNQ SHLADFLEDY IDFAINEPDL LRPVVIARGF SRQMLDRKLL

0 0 o 260.
LGFRQNTC YIRETIVDRY IKKLDENCDL DSFFLELHCR

S QALSKSDQLT

199 200 210+ 220 230 219
GINVDSIVUL KDSGTAPKST FOLETDILLE LARVVSDTDD SHSTTDFINR VLSRSEDDLL

250 270 280 290 300
HEPSVERVTS LIDRENTLFY FDDVVQEETI RUAQELRLRC LVTTRDVETS

a1 320 530 340 ss0 360
ASQTCEFT EVTSLEIDEC YDFLEAYGMP MPVGEKEEDV LNKTIELSSG NPATLMMFFK

370 380 350 500 410 520
SCEPKTFEXN AGLWNKLESR GLUGVECITP YSYKSLANAL ORCVEVLSDE DRSALAFAVY

130 290 10 60 170 00
PRGUDIPVK LUSCVIPVDI CSNEEEQLDD EVADRLKRLS KRGALLSGKR NPVLTFKIDA

90 0 s30 sa0

ITHNFLERVY DAQTIANGTS TPSHFQKFRR SSASENYPKT
o 0 &)

TEETVIRPED FPKFNQLEGK FYDSLENFAS C

' tsotorm a (Short) (UniParc]

Caenorhabts elegans

Caenorhabits elegans: entries, gene names and cross-references to WormPep
PDB cross-references

Index of Protein Data Bank (PDB) cross-feferences

SIMLARITY comments

Index of protein domains and famiies
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iProt website which will be launched later this year. The public version can be found

Acknowledgements

UniProt is mainly supported by the National Institutes of Health (NIH) grant 2 U01 HG02712-04. Additional support for the EBI's involvement in UniProt comes from the European Commission contract FELICS (021902) and from the
NIH grant 5 P41 HG02273-06. UniProtKB/Swiss-Prot activities at the SIB are supported by the Swiss Federal Government through the Federal Office of Education and Science. PIR activities are also supported by the NIH grants for

NIAID proteomic resource (HHSN266200400061C) and grid enablement (NCI-caBIG-ICR), and National Science Foundation grants for protein ontology (ITR-0205470) and BioTagger (11S-0430743).

Duncan Legge
UniProtKB/Swiss-Prot Curator
Sequence Database Group
Duncan.legge@ebi.ac.uk

EMBL- EBI

Wellcome Trust Genome Campus
Hinxton

Cambridge

CB10 1S
UK

T +44 (0) 1223 494467
F +44 (0) 1223 494496
http://www.ebi.ac.uk




