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Introduction

The rapid and accurate identification of microorganisms is necessary in order to improve public health. Molecular-
based identification allows for rapid patient treatment and provides more accurate diagnoses, two crucial aspects
for successful treatment, yet a great challenge.1-
In this work PS-MS®6, an existing ambient method, and TS-MS, a newly developed technique, are being utilized
in the rapid discrimination of microorganisms (<2 min).’
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