
Box & Whisker Plot: RT 7.51 min with m/z 120.00
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Phase I Aim:  Find potential differences between groups of individuals following high and low glycemic 

diet.  Metabolomics pilot study. Proof of the concept.                                                                       

Method:  Perform blood plasma metabolite profiling by UPLC-RP-ESI-ITMS. Apply multivariate statistics 

for data mining. 

PCA score plot for UPLC-RP-LC-MS metabolic 

profiling analysis data is illustrating samples 

discrimination and groups clustering. 

Results:  Data obtained demonstrates the presence 

of the blood plasma metabolites capable of 

discrimination between samples from  individuals 

being on high and low glycemic diet for 3 days and 

sampled in the fasting time or post-parandially.  

Phase I is completed. Four groups were sampled.

Phase II: Aim: Use Phase I proof of concept 

methodology to carry out next set of studies:  

Methods: a) Identify the most prominent 

biomarkers suitable for tests development.

b) Perform validation the most prominent 

biomarkers.

Biomarkers and Metabolomics: 
Practical Implication.
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Phase I Aim:  Find potential differences between groups of individuals 

with PAH exposure and without it. Among these subjects PAH-DNA 

adducts detected and not detected. Four groups of subjects are defined 

for data mining.                                                                                                             

Method:  Perform blood plasma metabolite profiling by GC-TOF-MS and 

UPLC-ITMS. Apply multivariate statistics for data mining

Results:  Data 

obtained 

demonstrates the 

presence of the 

blood plasma 

metabolites capable 

of discrimination 

between defined 

groups of samples. 

Potential 

biomarkers are 

detected. Phase I is 

completed. 

Phase II: Aim: Large 

scale experiments:                         

Methods: a) Identify 

the most prominent 

biomarkers suitable 

for  the tests 

development.                            

b) Perform 

validation the most 

prominent 

biomarkers.
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Box & Whisker Plot: RT 7.60 min with m/z 496.00
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http://metabolomics-core.ucdavis.edu/
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